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Supplemental Methods
Study design
The objective of the Hortega Study's sampling scheme was to obtain a representative sample of the general population of Valladolid (target population). A listing of beneficiaries of the public health system (source population) who responded to a validated questionnaire in the Hortega Study Phase I served as the basis for stratified complex sampling. The complex survey design was meant to assure that the distribution of cardiovascular risk factors in the general population was properly reflected in our sample.
Individuals were primarily categorized by sex and age. Based on the information obtained from self-reports, further classifications were performed according to diabetes, hypertension, smoking habit, dyslipidemia, educational status, height and weight, as well as cardiovascular related sequelae.
In order to categorize each subject's risk profile with one unique number per combination of participant characteristics we used a system based on prime numbers. Each prime number represents one individual attribute (Supplemental Table) , so that the unit was multiplied by the prime number if the attribute was present in a given individual. For example, if an individual had diabetes, the unit was multiplied by 5, in case of hypertension by 7. Additional classification was achieved by raising the prime numbers to the power (see Supplemental 
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